COVID Severity-Related Genes’ Effects on Respiration in Drosophila
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COVID-19, cause by the virus SARS-CoV-2, is a
contagious disease that attacks the respiratory
system. Symptoms can range from severe to very
mild, with the most severe complication involving
respiratory failure. A genome wide association study
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identified two loci, one of which contains six genes.
Both loci are strongly associated with respiratory
failure. Since there is no known connection between
these mutations and respiration, the effects of these
ogene mutations can be studied using Drosophila. Two
of these genes have Drosophila homologues—as often
is the case with human genes—which makes
Drosophila a useful model organism for studying
human diseases. For our study, we will be using
knockouts for 3 of the homologues to observe if the
oenes affect respiratory rates.
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Figure 5: Respirometer design. Yatsenko, A.,et al
(2014). Measurement of Metabolic Rate in
Drosophila using Respirometry. Journal of
Visualized Exferiments.

Conclusions

e Our results show that there is a significant
difference between the wild type Oregon-R and
CG43066—the homologue for SLCG6AZ20.
However, for the sample of CG43066, n=2.
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symptoms. More studies would also need to be
done to confirm if the results in Drosophila are
Al the same as in humans.
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another layer of cotton, and space for the flies. When
in use, the respirometers were sealed with clay. In
order to create an airticht chamber for the
experiment, two rectangular plastic containers were
placed together to create a chamber. Petroleum jelly
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Figure 3: Transposable element for gene CG43066
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chamber.
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